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NCBI genome statistics (17/8/2010)

The Map Viewer provides a wide variety of genome mapping and sequencing data. Mor

!.T.l

¥ Vertebrates

¥ Mammals
Primates
Rodents
Monotremes
Marsupials
Other Mammals
k  Other Vertebrates
¥ Invertebrates

v v v v

Insects B
Nematode B 2

Echinoderms B i 7 2258
Cnidaria W W 514
Other Invertebrates

» Protozoa (B R AE S

¥ Plants 0,

L . w w

b Flowering Plants B

b Algae 7K 5
b Moss P2yt

¥ Fungi Q) (B

Scientific name Commaon name Build Tools



NCBI genome statistics (16/9/2010)
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In ensembl database
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Aedes aegypti
\ectorBase | Aedes aegypti

Anopheles gambiae
VectorBase | Anopheles

gambiae

Q ) Caenorhabditis brenneri
N WormBase | Caenorhabditis
B hrenneri PB2801

Caenorhabditis briggsae
WormBase | Caenorhabditis

=8 briggsae AF16

"t\ Caenorhabditis elegans
y| WormBase | Caenorhabditis

= clegans N2

Caenorhabditis japonica
WormBase | Caenorhabditis
M japonica DE5081

Q ) Caenorhabditis remanei
N4¢ VormBase | Caenorhabditis
=X remanei PB4641

Culex quinquefasciatus
VectorBase | Culex
quinguefasciatus
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Drosophila ananassae
FlyBase | Drosophila
ananassae

Drosophila erecta
FlyBase | Drosophila erecta

Drosophila grimshawi
FlyBase | Drosophila
grimshawi

Drosophila melanogaster
FlyBase | Drosophila
melanogaster

Drosophila mojavensis
FlyBase | Drosophila
maojavensis

Drosophila persimilis
FlyBase | Drosophila
persimilis

Drosophila
pseudoobscura
FlyBase | Drosophila
pseudoobscura

Drosophila sechellia
FlyBase | Drosophila
sechellia

Drosophila simulans
FlyBase | Drosophila
simulans

Drosophila virilis

~ FlyBase | Drosophila virilis

L s
\

el
i
md s

'
L]

23 Metazoa Species (J5 4 2 41 f3h4)

Drosophila willistoni
FlyBase | Drosophila
willistani

Drosophila yakuba
FlyBase | Drosophila yakuba

Ixodes scapularis
VectorBase | Ixodes
scapularis Wikel

Pediculus humanus

VectorBase | Pediculus
humanus

Pristionchus pacificus

WormBase | Pristionchus
pacificus
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Ensembl Fungi Species 12

.‘ Aspergillus clavatus
CADREE | Aspergillus
clavatus

{4 {Aspergillus flavus
‘ CADRE | Aspergillus flavus

e Aspergillus fumigatus
. - A1163

“" CADRE | Aspergillus
fumigatusai163 A1163

x, Aspergillus fumigatus
- Af293
CADREE | Aspergillus
fumigatus Af293

Ensembl Plants Species §

Arahldopsls lyrata
Gramene | Arabidopsis lyrata

thaliana

Brachypodium distachyon
IBI Gramene |
Brachypodium distachyon
(L) Beauv

Arabidopsis thaliana
Gramene | Arabidopsis

:

Aspergillus nidulans
CADRE | Aspergillus

" nidulans

Aspergillus niger
CADRE | Aspergillus niger

Aspergillus oryzae
CADRE | Aspergillus oryzae

Aspergillus terreus
CADRE | Aspergillus terreus

E Oryza sativa
33- Gramene MSU | Oryza

\I,f

sativa Nipponbare (Japonica

rice)

Oryza sativa indica group
Gramene BGI | Oryza indica

93-11 (Indica rice)

Populus trichocarpa
Gramene | Populus
trichocarpa

f .- - Neosartorya fischeri
5 :.  CADRE | Neosartorya
fischer

Neurospora crassa
EMBL Nucleotide Sequence
Database | Neurospora
crassa

Saccharomyces cerevisiae
SGD | Saccharomyces
cerevisiae

Schizosaccharomyces
pombe

GeneDB Spombe |
Schizosaccharomyces
pambe

Vitis vinifera

Sorghum bicolor
Gramene JG| | Sorghum
bicolor BTX623

vinifera

Gramene Genoscope | Vitis
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Ensembl Protists Species

DictyBase | Dictyostelium
discoideum

,ﬂ! Phaeodactylum
4 tricornutum
" JGI | Phaeodactylum
tricornutum

Dictyostelium discoideum

-
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Bacteria (%

B Plasmodium knowlesi
: European Nucleotide Archive

JRAAY) 6

Plasmodium vivax

UniProt Knowledgebase |

Plasmodium knowlesi

——

) 183 species

Plasmodium falciparum . Plasmodium vivax
PlasmoDB | Plasmodium ® ' European Nucleotide Archive
falciparum UniProt Knowledgebase |

Thalassiosira pseudonana
JGI | Thalassiosira
— pseudonana
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